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Introduction

* Organism development is a complex process involving biomolecule organization, axis formation, development of the germ layers and tissue specification.
« Some of the RNAs and proteins are accumulated during the first stages of oogenesis within the vegetal pole, where they are shifted by METRO and late pathways.
* During oocyte development, RNAs and proteins can be found throughout the whole egg and form animal/vegetal (A/V) axis. However, the principles behind their distribution

within the developing egg have still not been completely determined.
« Sterlets are ray-finned bony fishes that share strong cytological similarities during oogenesis with Amphibians.

Aim: To better understand these mechanisms, we studied the oocytes from the African clawed frog (Xenopus laevis) and sterlet (Acipenser ruthenus) which belong to different
classes: Amphibia and Actinopteryqgii respectively.

Materials and Methods
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Results: Animal genes
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Results: Vegetal genes
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